Dockstore
Create, Share, Use

Dockstore facilitates the sharing and portability of
biomolecular analysis algorithms by allowing
bioinformaticians to describe workflows using popular
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languages and Docker images.
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For more information visit https://dockstore.org/
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Supports popular languages
such as Common Workflow
Language (CWL), Workflow
Description Language (WDL)
and Nextflow, providing
systematic ways to describe,
parametrize, and call tools
across a variety of software
and hardware environments.
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Support for Dockstore is provided by grants from
Genome Canada, the National Institutes of Health,
and the Province of Ontario.



